[Possibilities of creating a genetic information database and its processing based on the DBase3-plus system].
Special methods are required for computing information on biological objects under complex research. The DBASE3-PLUS system offers vast possibilities for working with large quantity of different sets of information in multi-aspect statistical analysis. Usefulness of this system for creation of and operation with the data on distribution of genetic and non-genetic traits in a population was shown by means of the special set of applied programs in the dBase language. An example presented is aimed at distinguishing those genetic markers which probably can influence common individual health of the members of population. Special regression procedure was suggested to divide the population sample into subgroups with different health levels. Significant differences in distribution of some genetic markers were demonstrated between healthy persons and those who were suffering from chronic diseases.